Molecular Reagents. Primers for PCR amplification
of AMBP were designed from porcine cDNA sequence . Primer sequences were 5′-primer-5′AGGAAGGATCAGGAGCTGGACA3′; and 3′-primer-5′GTTGAAGAGAACACACTTCC3′. Genomic organization of human AMBP ) revealed that these primer sequences were in regions homologous to exons 7 and 9 in the human and, thus, were expected to result in a product from genomic DNA of ∼1,700 bp. The PCR (25 mL final volume) was performed using 50 ng of genomic DNA, 1.5 mM MgCl 2 , 200 mM each dNTP, .1 mM of each primer, .875 unit of Taq polymerase, and PCR reaction buffer (Tris·HCl, 10 mM; KCl, 50 mM; pH 8.3). Thermal cycling began with an initial cycle of 95°C for 1 min, 58°C for 1 min, and 72°C for 2 min, followed by 35 cycles of 94°C for 1 min, 58°C for 1 min, and 72°C for 1 min, and concluding with a final extension of 9 min at 72°C. The reaction resulted in a single product of ∼1,600 bp. Terminal-end sequencing was used to verify that the product included expected sequence of porcine AMBP. Sequence from the 3′ end displayed 98% homology with porcine cDNA sequence (59/60; Genbank accession no. X53685).
Allele Detection. Digestion of the product with restriction enzyme EcoR1 revealed a polymorphism with segregating alleles as depicted in Figure 1 .
Previously Identified Homologs.
The AMBP gene maps to chromosome 4 in mice and to chromosome 9 in humans (Salier et al., 1992) .
Comments. Alpha 1-microglobulin and bikunin are serum glycoproteins of two distinct families, the Figure 1 . EcoR1 restriction length polymorphisms in porcine AMBP PCR product of ∼1,600 bp. Lanes 1 through 3 are observed genotypes for alleles A and B: AA (∼1,600 bp), BB (∼1,000 and 600 bp), and AB (∼1,600, 1,000 and 600 bp). Lane 4 is Boehringer Mannheim (Indianapolis, IN) DNA molecular weight marker VI.
lipocalin family of transport proteins and the Kunitz family of protease inhibitors, respectively, but are encoded by a single precursor gene ( AMBP; Vetr and Gebhard, 1990) . Molecules of the inter-alpha-inhibitor ( IaI) family of serine protease inhibitors are formed by combinations of three heavy chains ( IaIH1, IaIH2, and IaIH3) with a single light chain, bikunin (see review by Salier et al., 1996) . All of the protease inhibitor activity of this family is attributed to the two Kunitz-type serine protease inhibitor domains of bikunin. Endometrial AMBP (gene) and bikunin (protein) expression are detected during the time of conceptus attachment to the endometrium of pigs (Diederich et al., 1997) . Hence, bikunin may help regulate endometrial invasion by the conceptus and is presently studied in our laboratory for its potential role in uterine/conceptus interactions (see Geisert and Yelich, 1997) .
The AMBP marker shows tight linkage to the orosomucoid (ORM) locus for which two RFLP markers (PstI, Couperwhite et al., 1994; HincII, Fontanesi et al., 1994) are segregating in the PiGMaP mapping pedigrees. The human and murine genes encoding ORM map to chromosomes 9 and 4, respectively (Archibald et al., 1995) . Thus, assignment of AMBP to porcine chromosome 1 is consistent with existing comparative information for pigs, humans, and mice.
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